Sequence Listing was accepted. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer: Durreshwar Anjum 

Timestamp: [year=2010; month=4; day=14; hr=9; min=48; sec=15; ms=225; ] 



Validated By CRFValidator v 1.0.3 
Application No: 10552381 Version No: 



2.0 



Input Set: 



Output Set: 



Started: 2010-04-05 14:35:36.227 

Finished: 2010-04-05 14:35:37.692 

Elapsed: 0 hr(s) 0 min(s) 1 sec(s) 465 ms 

Total Warnings: ll 

Total Errors: 3 
No. of SeqIDs Defined: 2 0 
Actual SeqID Count: 2 0 
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W 213 Artificial or Unknown found in <213> in SEQ ID (18) 

W 213 Artificial or Unknown found in <213> in SEQ ID (19) 

W 213 Artificial or Unknown found in <213> in SEQ ID (20) 



SEQUENCE LISTING 



<110> BALDWIN, Graham S. 

BARNHAM, Kevin J. 

PANNNEQUIN, Julie 

T ANT I ONGCO , Jo hn -P au 1 

SHULKES, Arthur 

NORTON, Raymond S. 

KOVAC, Suzana 

HE, Hong 

SHEEHAN, Brian P . 

<120> Method of Treatment 

<130> 07082 . 0016U1 

<140> 10552381 
<141> 2006-05-15 



<15 0> PCT/AU20 04/0 00 474 

<151> 2004-04-08 

<150> US 60/461083 

<151> 2003-04-08 

<160> 20 

<170> PatentIn version 3.1 

<210> 1 

<211> 80 

<212> PRT 

<213> Homo sapiens 

<400> 1 



Ser Trp Lys Pro Arg Ser Gin Gin Pro Asp Ala Pro Leu Gly Thr Gly 
15 10 15 



Ala Asn Arg Asp Leu Glu Leu Pro Trp Leu Glu Gin Gin Gly Pro Ala 
20 25 30 



Ser His His Arg Arg Gin Leu Gly Pro Gin Gly Pro Pro His Leu Val 
35 40 45 



Ala Asp Pro Ser Lys Lys Gin Gly Pro Trp Leu Glu Glu Glu Glu Glu 
50 55 60 



Ala Tyr Gly Trp Met Asp Phe Gly Arg Arg Ser Ala Glu Asp Glu Asn 
65 70 75 80 



<210> 2 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Glu Glu Glu Glu Glu Ala Tyr 
1 5 



<210> 3 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Leu Glu Glu Glu Glu Glu Ala 
1 5 



<210> 4 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> pyroglutamate 



<400> 4 

Xaa Gly Pro Trp Leu Glu Glu Glu Glu Glu Ala Tyr Gly Trp Met Asp 
15 10 15 



Phe Gly 



<210> 5 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MOD_RES 

<222> (17) . . (17) 

<22 3> AMIDATION 



<220> 

<221> MIS C_F E ATURE 

<222> (1) . . (1) 

<223> pyroglutamate 



<400> 5 

Xaa Gly Pro Trp Leu Glu Glu Glu Glu Glu Ala Tyr Gly Trp Met Asp 
15 10 15 



Phe 



<210> 6 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> pyroglutamate 



<400> 6 

Xaa Gly Pro Trp 
1 



<210> 7 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> pyroglutamate 



<400> 7 

Xaa Gly Pro Trp Leu Glu Glu Glu Glu Glu Ala 
15 10 



<210> 8 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Tyr Gly Trp Met Asp Phe Gly 

1 5 



<210> 9 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 9 



Leu Glu Glu Glu Glu Glu Ala Tyr Gly Trp Met Asp Phe Gly 
15 10 



<210> 10 

<211> 18 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> Based on Human Ggly 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (1) . . (1) 

<22 3> pyroglutamate 



<400> 10 

Xaa Gly Pro Trp Leu Ala Glu Glu Glu Glu Ala Tyr Gly Trp Met Asp 
15 10 15 



Phe Gly 



<210> 11 

<211> 18 

<212> PRT 

<213> Artificial Sequence 

<220> 

<22 3> Based on Human Ggly 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> pyroglutamate 



<400> 11 

Xaa Gly Pro Trp Leu Glu Ala Glu Glu Glu Ala Tyr Gly Trp Met Asp 
15 10 15 



Phe Gly 



<210> 12 

<211> 18 

<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Based on Human Ggly 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> pyroglutamate 



<400> 12 

Xaa Gly Pro Trp Leu Glu Glu Ala Ala Ala Ala Tyr Gly Trp Met Asp 
15 10 15 



Phe Gly 



<210> 13 

<211> 18 

<212> PRT 

<213> Artificial Sequence 

<220> 

<22 3> Based on Human Ggly 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> pyroglutamate 

<400> 13 

Xaa Gly Pro Trp Leu Ala Ala Ala Ala Ala Ala Tyr Gly Trp Met Asp 
15 10 15 



Phe Gly 



<210> 14 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> Based on Human Gamide 
<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> pyroglutamate 



<220> 

<221> MOD_RES 

<222> (17) . . (17) 

<223> AMIDATION 



<400> 14 

Xaa Gly Pro Trp Leu Glu Ala Glu Glu Glu Ala Tyr Gly Trp Met Asp 
15 10 15 



Phe 



<210> 15 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> Based on Human Ggly 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (1) 

<223> pyroglutamate 



<220> 

<221> MOD_RES 

<222> (17) . . (17) 

<223> AMIDATION 



<400> 15 

Xaa Gly Pro Trp Leu Glu Glu Ala Ala Glu Ala Tyr Gly Trp Met Asp 
15 10 15 



Phe 



<210> 16 

<211> 9 

<212> PRT 

<213> Artificial Sequence 

<220> 

<22 3> Based on Human Ggly 

<400> 16 

Leu Glu Glu Glu Glu Glu Ala Tyr Gly 
1 5 



<210> 
<211> 
<212> 



17 
6 

PRT 



<213> Artificial Sequence 
<220> 

<22 3> Based on Human Ggly 
<400> 17 

Leu Glu Glu Glu Glu Glu 
1 5 



<210> 18 

<211> 6 

<212> PRT 

<213> Artificial Sequence 

<220> 

<22 3> Based on Human Ggly 

<400> 18 

Glu Glu Glu Glu Glu Ala 
1 5 



<210> 19 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> Based on Human Ggly 

<400> 19 

Glu Glu Glu Glu Glu 
1 5 



<210> 20 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22 3> Based on Human Ggly 

<400> 20 



Leu Glu Glu Glu Glu Glu Ala Tyr 
1 5 



